In a recent article, Goujon et al. 1 compared several molecular models for the description of The results presented by Goujon et al. 1 do not support that claim because of two reasons: 
46
The systematic deviations of the simulation results by Goujon et al. 1 for the Lennard-
47
Jones model seem to be due to the employed potential truncation at r c = 18Å . These 48 3 deviations put doubt on the simulations results that are based on three-body interaction 49 models, for which it can be assumed that they are affected by the same systematic error. 
